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Education 

University of Cambridge, Cambridge, UK     2015 – 2019 
PhD in Biological Sciences at the MRC Laboratory of Molecular Biology 
Thesis title: Structural studies of spliceosome activation and catalysis. 
Supervisor: Kiyoshi Nagai 
Degree awarded November 30, 2019. 
 
University of Otago, Dunedin, New Zealand    2011 – 2014 
BSc (Hons) majoring in Biochemistry, minoring in Chemistry 
First Class Honours (ranked 1st amongst all university undergraduates) 
Honours supervisors: Peter Fineran and Kurt Krause 

 
Positions 

Massachusetts Institute of Technology | Broad Institute   2021 – present 
HHMI Helen Hay Whitney Postdoctoral Fellow 
Supervisor: Feng Zhang 
 
MRC Laboratory of Molecular Biology, Cambridge, UK   2019 – 2021 
Career Development Fellow 
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Fellowships, scholarships, and awards 



 
HHMI Helen Hay Whitney Fellowship 
 postdoctoral funding 

2022 –  

RNA Society/Scaringe Young Scientist Award 
 worldwide, for significant contributions to RNA research 

2019 

Max Perutz Student Prize  
 for outstanding PhD work at the MRC LMB 

2018 

Trinity College Krishnan-Ang Studentship 2015 
Cambridge-Rutherford Memorial Scholarship  
 full PhD funding for three New Zealanders at the University of Cambridge 

2014 

Prince of Wales Prize 
 for top undergraduate student at the University of Otago 

2014 

Edson Prize in Biochemistry (Fourth Year) 2014 
Sir George Grey Senior Scholarship for the top science graduate 2013 
Edson Prize in Biochemistry (Third Year) 2013 
F G Soper Prize in Chemistry 2012 
New Zealand Institute of Chemistry prize 2011 
University of Otago Leaders of Tomorrow Scholarship 2011 
New Zealand Qualifications Authority Premier Scholarship 
 for top ten high school students nationwide 

2010 

Papanui High School Dux 2010 
 
Conference presentations 
 

2024 Symposium on the Immune System of Bacteria, 16–18 April 2024. Selected talk 
6th International Conference on CRISPR Technologies, 17–19 October 2023. Invited talk 
Microsymposium on RNA Biology, Vienna, Austria, 3–5 May 2023. Oral presentation 
IUBMB/FEBS/PABMB Global Biochemistry Summit, Lisbon, Portugal, 9–14 July 2022. Oral 
presentation 
British Crystallographic Association Spring Meeting, Leeds, 11–14 April 2022. Invited talk 
Cryo-electron microscopy in structural biology, Rome, Italy, 10–11 October 2019. Invited talk 
24th Annual Meeting of the RNA Society, Krakow, Poland, 11–15 June 2019. Invited talk 
84th Cold Spring Harbor Symposium on Quantitative Biology: RNA Control & Regulation, Cold 
Spring Harbor, NY, USA, 29 May to 3 June 2019. Oral presentation 
6th UK RNA Splicing Workshop, Rydal Hall, Cumbria, UK, 25–27 January 2019. Oral presentation 
14th Nucleic Acids Forum, Royal Society of Chemistry, London, UK, 6 July 2018. Invited talk 
23rd Annual Meeting of the RNA Society, Berkeley, USA, 29 May to 2 June 2018. Poster presentation 
1st BioPharma Expo, Tokyo, Japan, 28–30 June 2017. Invited talk 
EMBO Conference – Molecular Machines: Integrative Structural and Molecular Biology, Heidelberg, 
Germany, 20–23 November 2016. Oral presentation. 
21st Annual Meeting of the RNA Society, Kyoto, Japan, 28 June to 2 July 2016. Poster presentation 
Queenstown Molecular Biology Meeting, Queenstown, New Zealand, 29 August to 4 September 2015. 
Poster presentation 

 
Other invited talks 
 

Memorial Sloan Kettering Cancer Centre, USA Topic: Reverse transcription January 2025 
University of Michigan, USA Topic: Reverse transcription December 2024 
Johns Hopkins Univeristy, USA Topic: Reverse transcription September 2024 
IMBA, Vienna BioCenter, Vienna, Austria Topic: Reverse transcription September 2024 
The Rockefeller University, USA Topic: LINE retrotransposons February 2024 
MRC LMB, Cambridge, UK Topic: LINE retrotransposons June 2023 
University of Wisconsin-Madison, USA Topic: LINE retrotransposons  April 2023 
University of Otago, Dunedin, New Zealand Topic: phage defence systems  April 2022 
Trinity Graduate Biologists seminar Topic: spliceosomes  October 2019 
BA Seminar, Trinity College, Cambridge Topic: spliceosomes  January 2019 
MRC LMB Lab Talks Topic: spliceosomes  October 2018 
SciLifeLab, Stockholm, Sweden Topic: spliceosomes  September 2018 
MRC LMB Structural Studies Colloquium Topic: spliceosomes  March 2018 



University of Otago, Dunedin, New Zealand Topic: spliceosomes  February 2018 
University of Cambridge RNA club Topic: spliceosomes  January 2018 
University of Tokyo Topic: spliceosomes  June 2017 
First Trinity Forum Topic: spliceosomes. Prize for best 1 minute talk. June 2017 
Trinity Graduate Biologists seminar Topic: spliceosomes  January 2017 
Osaka University Topic: spliceosomes  July 2016 

 
Teaching and mentoring 
 

Undergraduate Research Opportunities Programme mentor, MIT 2022 – 2025 
MRC LMB student parent programme 2017 – 2018 
Trinity College Cambridge student parent programme 2016 – 2017 
Tutor at Carrington College, University of Otago 2012 – 2013 
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